EYRIEEIRE

ERE T AER AR R A
STAFF | TeMmses. iy WS, RS g
EYREEH (K25 BREEER (2R

EYMERER

}’Eiﬁlﬁ Fe/IHER HEER BRI

BN 5HFL AN ERS TSI B E TR/ R

- ~f"‘
S EY) DR, EI&&%*@%FEOD%EE%‘E

B i

- SRDE &L;%ﬁia}bﬂ;@@m@
1%4@5,_\, a%‘(i%*i’*’l&c‘:ﬁ{t"
(=P

S ECSS
TR R IR IEEE D BEAT,

@R GL T CTTCCCQCT TO

NAFE@B@J (GED
18 (meas W B I 5

ELNIS N2 —ESRD
Ne)h%aeyeEEE BB OD R,

HAIMESIERD, iﬁ%’lﬁwiw lé ‘(7‘%
JE (5125 & 1814 S\ B2 A, A

/ R

BOREDERFR-EE /- F#IIEK (2026) A A KU & FELUERIE D B2 13 77, #EHIB57 80. 197-204.

- Urzo, MLR. et al. (2024) Metatranscriptomic sequencing of sheath blight-associated isolates of Rhizoctonia solani revealed multi-infection by diverse groups of RNA viruses. Viruses 16. 1152.
+ Meeboon, J. eral. (2022) Development of soil-less substrates capable of degrading organic nitrogen into nitrate as in natural soils. Sci. Rep. 12, 785.

- Neang, S. et al. (2021). Omnipresence of partitiviruses in rice aggregate sheath spot symptom-associated fungal isolates from paddies in Thailand. Viruses 13, 2269.

- Fujiwara, K. et al. (2021) Real-time PCR assay for the diagnosis and quantification of co-infections by Diaporthe batatas and Diaporthe destruens in sweet potato. Front. Plant Sci. 12, 694053.

+ Cumagun, CJR. et al. (2020) Population genetic structure of the sheath blight pathogen Rhizoctonia solani AG-1 IA from rice fields in China, Japan and the Philippines. Acta Sci. Agr. 42, e42457.

- Fujiwara, K. etal. (2018) Alterations of Candidatus Liberibacter asiaticus-associated microbiota decrease survival of Ca. L. asiaticus in in vitro assays. Front. Microbiol. 9, 3089.

- Arakawa, M. and Inagaki, K. (2014) Molecular markers for genotyping anastomosis groups and understanding the population biology of Rhizoctonia species. J. Gen. Plant Pathol. 80, 401-407.

08



